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LIGHTCYCLER and HRM are trademarks of Roche.

SYBR is a registered trademark of Molecular Probes, Inc.

Other brands or product names are trademarks of their respective holders.

License Disclaimer:

Parts of the Software used for the LightCycler® 480 System are licensed
from Idaho Technology Inc., Salt Lake City, UT, USA. This product is
covered by one or more of U.S. 6,197,520, 6,303,305, 6,387,621, 6,503,720,
6,730,501 and corresponding claims in their non-U.S. counterparts, owned
by Roche Diagnostics GmbH and/or licensed from Idaho Technology, Inc.
This LightCycler® 480 Real-Time PCR System is a real-time thermal
cycler licensed for research use only under U.S. Patent No. 6,814,934
and corresponding claims in its non-U.S. counterparts, and under one or
more of U.S. Patents Nos. 5,475,610, 5,602,756, 6,703,236, 7,238,517,
7,504,241, 7537,377 or corresponding claims in their non-U.S. counterparts,
owned by Applied Biosystems, LLC. No rights are conveyed expressly, by
implication or estoppels to any other patent claims. The LightCycler® 480
Real-Time PCR System is not intended for in vitro diagnostic use in the
U.S. For further information on purchasing additional rights, contact the
Director of Licensing at Applied Biosystems, 850 Lincoln Centre Drive,
Foster City, California, 94404, USA.

No right is conveyed expressly, by implication, or by estoppels under any
other patent claim, such as claims to apparatus, reagents, kits, or methods
such as 5' nuclease methods. License rights to practice PCR methods
under the foregoing Roche patents for research and other non-in vitro
diagnostic applications may be purchased from Applied Biosystems or
may be obtained by purchasing licensed reagents from Roche, Applied
Biosystems, or other Authorized third party. For information on purchasing
licenses for research and other non-in vitro diagnostic applications,
contact the Director of Licensing at Applied Biosystems, 850 Lincoln
Centre Drive, Foster City, California 94404, USA.

A license to practice PCR methods with real-time detection under patents
of F. Hoffmann-La Roche Ltd, and Roche Molecular Systems ("Roche*)
for in vitro diagnostic applications may be purchased from Roche or may
be obtained by purchasing in vitro diagnostic reagents from Roche or
any other Authorized third party. The LightCycler® 480 Real-Time PCR
System is not intended for in vitro diagnostic use in the U.S.

This product is covered in-part by US 5,871,908 or any foreign equivalents,
co-exclusively licensed from Evotec OAI AG. The purchase price includes
a license to practice the methods covered by US 5,871, 908 by using the
product. Purchase of this product, however, does not convey to the
purchaser a license or right to (i) commercially make, have made or sell
reagents and/or kits, or (ii) buy or use reagents and/or kits provided by a
third party used in conjunction with the product or any other thermocycler
to practice the methods covered by US 5,871,908 or any foreign
equivalents.
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